Supplementary Figures
a Supplementary Figure S1 | Continuous DNA polymerase extension reactions using 5'phosphate modified nucleotides. The released tag-phosphates will be detected and differentiated by nanopore at single molecule level for sequence determination.
Supplementary Figure S2
| Characterization of four coumarin-PEGn-dG4P nucleotides (n = 16, 20, 24, 36) by MALDI-TOF MS. The major peak on the right in each spectrum is from the parent compound coumarin-PEGn-dG4P. The peak on the left in each spectrum (coumarin-PEGn-NH2) represents cleavage of the N-P bond between the polyphosphate and the aminoheptane linker due to the acidic nature of the matrix used for MALDI-TOF MS analysis.
(Continued on Next Page) (Continued from Previous Page) Supplementary Figure S2 | Characterization of four coumarin-PEGn-dG4P nucleotides (n = 16, 20, 24, 36) by MALDI-TOF MS. The major peak on the right in each spectrum is from the parent compound coumarin-PEGn-dG4P. The peak on the left in each spectrum (coumarin-PEGn-NH2) represents cleavage of the N-P bond between the polyphosphate and the aminoheptane linker due to the acidic nature of the matrix used for MALDI-TOF MS analysis. Figure S3 | Structure of template-loop-primer used for SBS reactions. The C in the "template strand" allows addition by polymerase of dGMP to the "primer strand" and release of the coumarin-PEGn-triphosphate tags from the coumarin-PEGn-dG4P nucleotides. Figure S4 | Two methods to generate coumarin-PEGn-NH2 tags. Direct treatment of the nucleotide analogs (coumarin-PEGn-dG4P, n = 16, 20, 24, 36) (top) with 10% acetic acid yields the coumarin-PEGn-NH2 tags which are identical to the polymerase-released tags (lower right) after treatment with alkaline phosphatase. The coumarin-PEGn-NH2 tags (lower left) are then characterized at single molecule level by their nanopore current blockade signatures. Supplementary Table 1 
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